Expression of transcription factor Twist1 in bladder urothelial carcinoma and its clinical significance.
Transcription factor Twist1 is known to play a vital role in cancer development, progression and metastasis. However, regulation mechanisms beneath Twist1 expression, as well as the correlation between its expression and bladder urothelial carcinoma (BUC), are still under investigation. Herein, we tried to investigate the expression of Twist1 in BUC specimens and non-cancerous mucosas and illustrate their relationships with clinicopathological features. The expression of Twist1 mRNA in 42 fresh BUC specimens and 13 paired non-cancerous mucosas was detected by real-time fluorescence quantitative reverse transcription polymerase chain reaction (RFQ-RTPCR). Immunohistochemistry (IHC) was used to detect the expression of Twist1 protein in 40 paraffin embedded BUC specimens and 14 paired non-cancerous mucosas, and their relationships with clinicopathological features. The expression levels of Twist1 mRNA in 13 paired BUC specimens were significantly lower than the non-cancerous mucosas. The positive expression rate of Twist1 protein in BUC specimens (90.0%; 36/40) was significantly higher than the non-cancerous mucosas (7.14%; 1/14). Twist1 protein was mainly distributed in the nucleus, and expressed obviously in the mesenchymal cells of several specimens (13.9%;5/36). However, expressions of Twist1 protein were not associated with TNM stage and grade. It was also shown that the expression tendency of Twist1 protein was distinct from Twist1 mRNA, and both were not correlated with age, gender, and smoking history. As a probable potential biomarker for BUC, Twist1 gene may play a role as an oncogene during the tumorigenesis and development of BUC. Its abnormal protein expression may be associated with disordered regulations after transcription.